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Recombination The recombination region of the expression clone resulting from pcDNA™3.2/V5-DEST x entry clone
Region or pcDNA™6.2/V5-DEST x entry clone is shown below.

Features of the Recombination Region:

¢ Shaded regions correspond to DNA sequences transferred from the entry clone into
pcDNA™3.2/V5-DEST or pcDNA™6.2/ V5-DEST by recombination. Non-shaded regions are
derived from the pcDNA™3.2/V5-DEST or pcDNA™6.2/V5-DEST vector.

¢ The underlined nucleotides flanking the shaded region correspond to bases 918 and 3161 of the
pcDNA™3.2/V5-DEST or pcDNA™6.2/V5-DEST vector sequence.
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831 AGAGAACCCA CTGCTTACTG GCTTATCGAA ATTAATACGA CTCACTATAG GGAGACCCAA

8 amB1

| ‘ : —
891 GCTGGCTAGT TAAGCTATCA ACAAGTTIGT ACAAAAAAGC AGG CTN ___ . NAC
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3153 CCA GCT TTC TTG TAC AAA GTG GTT GAT CTA GAG GGC CCG CGG TTC GAA
GGT CGA AAG AAC ATG TTT CAC CAA CTA GAT CTC CCG GGC GCC AAG CTT
Pro Ala Phe Leu Tyr Lys Val Val Asp Leu Glu Gly Pro Arg Phe Glu

V5 reverse priming site
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3201 GGT AAG CCT ATC CCT AAC CCT CTC CTC GGT CTC GAT TCT ACG CGT ACC
Gly Lys Pro Ile Pro Asn Pro Leu Leu Gly Leu Asp Ser Thr Arg Thr

V5 epitope

3249 GGT TAG TAA TGA GTTTAAACGG GGGAGGCTAA CTGAAACACG GAAGGAGACA
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Recombination The recombination region of the expression clone resulting from pcDNA™3.2/V5-DEST x entry clone
Region for Use or pcDNA™6.2/V5-DEST x entry clone is shown below.
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Features of the Recombination Region:

¢ Shaded regions correspond to DNA sequences transferred from the entry clone into
pcDNA™3.2/V5-DEST or pcDNA™6.2/V5-DEST by recombination. Non-shaded regions are
derived from the pcDNA™3.2/V5-DEST or pcDNA™6.2/V5-DEST vector.

¢ The underlined nucleotides flanking the shaded region correspond to bases 918 and 3161 of the
pcDNA™3.2/V5-DEST or pcDNA™6.2/V5-DEST vector sequence.
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3153 CCA GCT TTé TTG TAC AAA GTG GT‘T GAT CTA GAG GGC CCG CGG TTC GAA
GGT CGA AAG AAC ATG TTT CAC CAA CTA GAT CTC CCG GGC GCC AAG CTT
Pro Ala Phe Leu Tyr Lys Val Val Asp Leu Glu Gly Pro Arg Phe Glu

V5 epitope ‘ V5 reverse priming site ‘
3201 GGT AAG CCT ATC CCT AAC CCT CTC CTC GGT CTC GAT TCT ACG CGT ACC
Gly Lys Pro Ile Pro Asn Pro Leu Leu Gly Leu Asp Ser Thr Arg Thr

3249 GGT TAG TAA TGA GTTTAAACGG GGGAGGCTAA CTGAAACACG GAAGGAGACA
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