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Comments for pET104-DEST
7618 nucleotides

T7 promoter: bases 209-225
T7 promoter priming site: bases 209-228
lac operator (lacO): bases 228-252
Ribosome binding site (RBS): bases 282-288
Initiation ATG: bases 297-299
BioEase™ tag: bases 300-515
BioEase™ forward priming site: bases 493-510
Enterokinase (EK) recognition site: bases 537-551
attR1: bases 561-685
Chloramphenicol resistance gene (CmR): bases 794-1453
ccdB gene: bases 1774-2079
attR2: bases 2120-2244
T7 reverse priming site: bases 2313-2332
T7 transcription termination region: bases 2274-2402
bla promoter: bases 2707-2805
Ampicillin (bla) resistance gene: bases 2806-3666
pBR322 origin: bases 3811-4484
ROP ORF: bases 4855-5046 (complementary strand)
lacI ORF: bases 6358-7449 (complementary strand)
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